RAW SEQUENCE LISTING 
ERROR REPORT 
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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: /a/o3Z.2£Z 

Source: Q/fg 

Date Processed by STIC: ///^/SGefXT 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER- 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gov or phone 703-306-4119 (R. Wax) 
patentin 3.0 e-mail help: patin3help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECK ER 
VERSION 3.1 PROGRAM ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 
a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail 
Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom, including- 
1 EFS-Bio (<http://www.uspto. gov/ebc/efs/downloads/documents.htm> . EFS Submission 
User Manual - ePAVE) 

2. U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 th Floor, Examiner Name 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 
Or 

^ 7 rademark 0ffice > Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two 
2011 South Clark Place, Arlington, VA 22202 j»»r-aiwo, 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 ' 



# 



Raw Sequence Listing Error Summary 



ERROR DETECTED SUGGESTED CORRECTION SERIAL NUMBER: 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 



1 Wrapped Nucleics 

Wrapped Aminos 



The number/text at the end of each line "wrapped" down to the next line. This may occur if your file 
was retrieved in a word processor after creating it Please adjust your right margin to .3; this will 
prevent "wrapping." 



2 Invalid Line Length The rules require that a line not exceed 72 characters in length. This includes white spaces. 



3 Misaligned Amino 

Numbering 

4 Non- ASCII 

5 Variable Length 



6 Patentln 2.0 

"bug" 



7 Skipped Sequences 

(OLD RULES) 



8 Skipped Sequences 

(NEW RULES) 



Use of n's or Xaa's 

(NEW RULES) 

10 Invalid <213> 



11 Useof<220> 



12 Patentln 2.0 

"bug" 



The numbering under each 5 th amino acid is misaligned. Do not use tab codes between numbers; 
use space characters, instead. 

The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules, Please 
ensure your subsequent submission is saved In ASCII text. 

Sequence(s) contain n*s or Xaa's representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequences^) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 

Sequences) missing. If intentional, please insert the following lines for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where "X", is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 



Sequences) _ 



missing. If intentional, please insert the following lines for each skipped sequence. 



<210> sequence id number 
<400> sequence id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence Riles; the only valid <213> responses are: Unknown, Artificial Sequence, or 
scientific name (Genus/species). <220>-<223> section is required when <2 13> response is Unknown or 
is Artificial Sequence 



Sequences) _ 



missing the <220> "Feature" and associated numeric identifiers and responses. 



Use of <220> to <223> is MANDATORY if <213> ''Organism" response is "Artificial Sequence" or 
"Unknown." Please explain source of genetic material in <220> to <223> section. 
(See "Federal Register," 06/01/1998, Vol. 63, No. 104, pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 



13 Misuse of n n can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 

any value not specifically a nucleotide. 



AMC/MH - Biotechnology Systems Branch - 08/21/2001 




RAW SEQUENCE LISTING DATE: 01/16/2002 

PATENT APPLICATION: US/10/032,256 TIME: 18:45:02 



Output Set: N:\CRF3\01162002\J032256.raw UQ8S IMOI comply 

©effected Diskette Needed 

3 <110> APPLICANT: CHODOSH, Lewis A £ 

4 GARDNER, Heather P Q S 
6 <120> TITLE OF INVENTION: HORMONALLY UP - REGULATED , NEU-TUMOR-ASSOCIATED KINASE | 

8 <130> PILE REFERENCE: 22253-70421 

10 <140> CURRENT APPLICATION NUMBER: US/10/032 , 256 

11 <141> CURRENT FILING DATE: 2001-12-21 

13 <150> PRIOR APPLICATION NUMBER: 60/257,073 

14 <151> PRIOR FILING DATE: 2000-12-21 
16 <160> NUMBER OF SEQ ID NOS : 18 

18 <170> SOFTWARE: Patentln Ver . 2.1 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 5024 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Murinae gen. sp. 
2 5 <4 00> SEQUENCE: 1 

26 gcaggaggag ccagggcagc cccgggagcc ggaggaggag cggctgcgag cgcgggagcc 60 

27 gagcgagcgc gatgccggca gcggcggggg acgggctctt gggcgagccg gcggcaccgg 120 

28 ggggcgatgg aggcgcggag gacacgacca ggccggcggc ggcctgcgag ggaagtttcc 180 

29 tgcccgcctg ggtgagcggc gtgtcccgcg agcggctccg ggacttccag caccacaagc 240 

30 gcgtgggcaa ctacctcatc ggcagcagga agctgggaga gggctccttc gccaaggtgc 300 

31 gcgaggggct gcacgtgctg acgggagaaa aggtagctat caaggtcatc gataagaaaa 360 

32 gagccaagaa agacacctac gtcaccaaaa acctgcgtcg agaggggcag atccagcaga 420 

33 tgatccgaca ccccaacatc acacagctcc tggacatctt ggagacagag aacagctact 480 

34 acctggtcat ggagctgtgt cctggtggca acctcatgca caagatctac gaaaagaaac 540 

35 ggttggatga agccgaggcc cgcagataca tccggcaact catctctgcg gtggaacacc 600 

36 tgcaccgtgc gggggtggtt cacagagact tgaagataga gaatttgcta ctagatgaag 660 

37 acaataatat caagctgatt gactttggct tgagcaactg tgcagggatc ctaggttact 720 

38 cggatccatt cagcacacag tgtggcagcc ctgcctatgc tgcgccagaa ctgcttgcca 780 

39 ggaagaaata tggccccaaa attgatgtct ggtcaatagg cgtgaacatg tatgccatgc 840 

40 tgacggggac cctacctttc actgtggagc ctttcagcct gagggctctg tatcagaaga 900 

41 tggtggacaa agcaatgaat cccctgccga cccagctctc cacaggggcc gtcaactttc 960 

42 tgcgctccct cctggaacca gaccctgtga agaggccgaa tatccagcaa gcgctggcga 1020 

43 atcgctggtt gaatgagaat tacactggaa aggtgccctg caatgtcacc tatcccaaca 1080 

44 ggatttcttt ggaagacctg agtcccagcg tggtgctgca catgactgaa aagctgggct 1140 

45 ataagaacag tgacgtcatc aacacggtgc tctccaaccg cgcctgccac atcctggcca 1200 

46 tctacttcct gttgaacaag aaacttgagc gctatttgtc agggaaatca gatatccaag 1260 

47 atagcatctg ctacaagacc cagctctacc agatagagaa gtgcagagcc accaaggagc 1320 

48 cctatgaggc ctccctggat acctggacga gggactttga attccatgct gtgcaggata 1380 

49 aaaagcccaa agaacaagaa aaaagaggtg attttctcca ccgtccgttt tccaagaagt 1440 

50 tggacaagaa cctgccttct cacaaacagc catcgccctc gctgatcaca cagctccaga 1500 

51 gtaccaaagc cctgctcaaa gacaggaagg cctccaagtc aggcttcccc gacaaagatt 1560 

52 ccttcgtctg ccgcaatctt ttccgaaaaa cctctgattc caattgtgtg gcttcttctt 1620 

53 ccatggaatt catccctgtc ccacctccca ggacaccaag gattgtaaag aaactagagc 1680 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/032,256 



DATE: 01/16/2002 
TIME: 18:45:02 



Input Set : A:\M2335hnl.app 

Output Set: N:\CRF3\01162002\J032256.raw 



54 cacaccaacc agggceggga agtgccagca tcctccccaa ggaagagece ctgctgctgg 1740 

55 atatggtacg ctcctttgag tctgtggatc gagaggacca catagaactg ctgtcccctt 1800 

56 ctcaccatta taggatcctg agctcgcctg tgagcctggc tegtaggaat tctagtgaga 1860 

57 ggacactctc ccaggggctg ctgtccggaa gtacctcacc tctccaaact ccactgcatt 1920 

58 ccacgctggt ctcttttgcc cacgaagaaa agaacagccc cccgaaagag gagggtgtgt 1980 

59 gttcaccgcc tcccgttccc agtaatggcc tcctgcagcc tctggggagc cccaactgtg 2040 

60 tgaagagcag gggacggttc cccatgatgg geateggaca gatgetgagg aagcggcacc 2100 

61 agagectgea gccttcctca gagaggtccc tggacgccag catgtcccct ctgcagccca 2160 

62 tagccccctc cagcctctcc tttgacatgg ccgacggtgt caagggecag tgttaacctg 2220 

63 ggatggcaag attctgggtc tctgtgagga cagccacgga acagagctcc acacaggcag 2280 

64 gcaccagggc atgggtgaac aacctcacgg gagcatcctt tattctttta tacctgccac 2 34 0 

65 acaaagtccc aegcttgtat cagctgaagt ccacactcaa agtccacgca cttacttagg 2400 

66 gaccctctga gacgctgcca ctagggggag ggggaggggg cagactgtgg gaatcacacc 2460 

67 ttccagcctg agattttctt tgctatcacc aatcactgag ccctctccag gatcccctca 2520 

68 gtgggctcag agctaaaaac cacacctcca tetgetggge caatcagatt tccagactgg 2580 

69 taccaggttg tccctcccct cctctctgtg tgtctctcac agttctgtaa ctgaccgtca 2640 

70 gtggtcagtt acagtctcac gcggacgtgc cactcgctgg taaggacgtt cacccaacct 2700 

71 agggatccct ctacagaggg aagcaaccct cctttcccta acagtgagtc cccacagagt 2760 

72 gctgagtcac agtgctggac egggaggaag atgggatggc gcctcagaca gagatggaac 2820 

73 ccagcagcga gaacccagga ggaagacgaa gactcaaacg ctcattcctg tgcaacgttt 2880 

74 tgacagattt ttctttcctc tctttctttt tcccctgacc ttttcttctt tttgggttga 2 94 0 

75 aacttgetga ggattgaacg aacttgtcca aagagatctt tctttatatg aagtcattaa 3000 

76 ttaaattttt tttttaaaga cagggtctca ttaagtagee caagctggct tcaaactcat 3060 

77 gatcctcctg cctcagcctc caaagtgctg agattacaag tatatacccg tgtctggctc 3120 

78 aaaatagcaa ttcaaaaaca aaaactagtt ggccagatga aaagtagttt taccaaattc 3180 

79 acgtgttttt gtttttctga gaggctgeag ctcagatggc caaaaagctg gcaacaggag 3240 

80 gaccacagtg gcctgcctgc ctaagggata gtagectage catcctgtgt ttataccgtg 3300 

81 gcagcagcag aaggcataga acttagctcc agatggctct ggagagagag aaaggattct 3360 

82 taaagcagag ttgagacagc aagaagcagg gaattcgctg tgtcatgctg ttctgccgtg 3420 

83 gttagaactt agctgttctg ctgggagcta ggagcaggct tgccgccccc tgggaacacg 3480 

84 ctcacaagac ggttcgtccc caaaggaaac agtgcccccc aaacaggctt tcagtccact 3540 

85 ctgtaatctg caccttcccc tccaggattg aaccaaagat geatttcegg ttttgtgact 3600 

86 gtgccactct gtgtgtctct tgtggaacct ggtgttgtct gatcctgtcc ggctggcgct 3660 

87 ggatggagga ctgtctctgt gtgcatcgtg ggccctggta cttagcagag gacaaagggt 3720 

88 actgttgtca ggaggggaag acttggcacg ggctggacca cagttagttt agaagttatg 3780 

89 gaacagctca gaatcttctg gtctttgact atttcagatg gggtcagaga ccagagctgt 3840 

90 agecaggaag ccaggttcat catcttggtc catcgattct aaagtgggca aatttctgtg 3900 

91 aegtcacaaa gccggccttt gecagtgagg gctgagacac agtacaactg cctctcattt 3960 

92 actggtggca ggcggcttcc tttggcctct cagagctctg actgaactag aagagaacac 4020 

93 ggatttggct gaccctggaa gaaagctget ctagtcctgg ctgaatttgg taagacctgg 4080 

94 actacttaaa ccttagggag ggactgactc cctcccgagg acccattaca ggaggaggee 4140 

95 aggcttttct cccagagctg atggtgttct tcattcagca tggcttccgt tcagctccca 4200 

96 ggacttgaca ctgaaaatag aactctttaa gcagagagaa gaggagaacc atccacagac 4260 

97 gctccccgta tttgatgtga cgtgtttgag etttgaeggg tgaagagtcc ttttaaaaga 4 320 

98 taactgccag ctgeaggcat ctggctctgc aaagctggta ggatgtgtac ctgtgtactg 4380 

99 tgcccgcccc ctttctccta gecctttatg tctttttctg actgtttgct tttctegtat 4440 

100 gtatgtgtgc ctgtgttggt gcgagcctgt ggagaaagag tctcccatcc ttcaaatget 4500 

101 tcgagaacag cgtcagatgt acaactagtt tgcctgcgtt gctactggta ccttggactc 4 560 

102 tgaactcagg ttacccacct gagtcctcag taggcagtgg acccattgag aggcaaatga 4620 
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RAW SEQUENCE LISTING DATE: 01/16/2002 

PATENT APPLICATION: US/10/032,256 TIME: 18:45:02 

Input Set : A:\M233 5hnl-app 

Output Set: N:\CRF3\01162002\J032256.raw 

103 gaacaggagg gagacaagct gtgttctggg gcgcacataa acacctgaca gacgagtcta 4680 

104 ggaaaccgcg tgaaagaaga aatgttaaat tctttattgt tttattatat ttatatggaa 4740 

105 aatgtggcta tccttttgtt aagtgcagag tgtattgtct gtttgaccca tgactgtcct 4800 

106 tcatgaatga gtctttgcct gtgattctag tcagcctgtg gctactgatg ggaacggccg 4 860 

107 atctgtcatc atgtgaagtc caggaggaag aatctatttt agtcatacga tttggtcatg 4920 

108 agtaaggact atatttatgt caccactatt gaatatatgt acttttataa tggctgtgaa 4 980 

109 atacactttt tcctcacaaa aaaaaaaaaa aaaaaaaaaa aaaa 5024 

112 <210> SEQ ID NO: 2 

113 <211> LENGTH: 714 

114 <212> TYPE: PRT 

115 <213> ORGANISM: Murinae gen. sp. 

117 <400> SEQUENCE: 2 

118 Met Pro Ala Ala Ala Gly Asp Gly Leu Leu Gly Glu Pro Ala Ala Pro 

119 15 10 15 

121 Gly Gly Asp Gly Gly Ala Glu Asp Thr Thr Arg Pro Ala Ala Ala Cys 

122 20 25 30 

124 Glu Gly Ser Phe Leu Pro Ala Trp Val Ser Gly Val Ser Arg Glu Arg 

125 .35 40 45 

127 Leu Arg Asp Phe Gin His His Lys Arg Val Gly Asn Tyr Leu He Gly 

128 50 55 60 

130 Ser Arg Lys Leu Gly Glu Gly Ser Phe Ala Lys Val Arg Glu Gly Leu 

131 65 70 75 80 

133 His Val Leu Thr Gly Glu Lys Val Ala He Lys Val He Asp Lys Lys 

134 85 90 95 

136 Arg Ala Lys Lys Asp Thr Tyr Val Thr Lys Asn Leu Arg Arg Glu Gly 

137 100 105 110 

139 Gin He Gin Gin Met He Arg His Pro Asn He Thr Gin Leu Leu Asp 

140 115 120 125 

142 He Leu Glu Thr Glu Asn Ser Tyr Tyr Leu Val Met Glu Leu Cys Pro 

143 130 135 140 

14 5 Gly Gly Asn Leu Met His Lys He Tyr Glu Lys Lys Arg Leu Asp Glu 
146 145 150 155 160 

148 Ala Glu Ala Arg Arg Tyr He Arg Gin Leu He Ser Ala Val Glu His 

149 165 170 175 

151 Leu His Arg Ala Gly Val Val His Arg Asp Leu Lys He Glu Asn Leu 

152 180 185 190 

154 Leu Leu Asp Glu Asp Asn Asn He Lys Leu He Asp Phe Gly Leu Ser 

155 195 200 205 

157 Asn Cys Ala Gly He Leu Gly Tyr Ser Asp Pro Phe Ser Thr Gin Cys 

158 210 215 220 

160 Gly Ser Pro Ala Tyr Ala Ala Pro Glu Leu Leu Ala Arg Lys Lys Tyr 

161 225 230 235 240 
16 3 Gly Pro Lys He Asp Val Trp Ser He Gly Val Asn Met Tyr Ala Met 
164 245 250 255 

166 Leu Thr Gly Thr Leu Pro Phe Thr Val Glu Pro Phe Ser Leu Arg Ala 

167 260 265 270 

169 Leu Tyr Gin Lys Met Val Asp Lys Ala Met Asn Pro Leu Pro Thr Gin 

170 275 280 285 

172 Leu Ser Thr Gly Ala Val Asn Phe Leu Arg Ser Leu Leu Glu Pro Asp 



file://C:\Crf3\Outhold\VsrJ032256.htm 



1/16/02 



rage 4 or / 



RAW SEQUENCE LISTING DATE : 01/16/2002 

PATENT APPLICATION: US/10/032 , 256 TIME: 18:45:02 

Input Set : A:\M2335hnl.app 

Output Set: N:\CRF3\01162002\J032256.raw 

173 290 295 300 

175 Pro Val Lys Arg Pro Asn He Gin Gin Ala Leu Ala Asn Arg Trp Leu 

176 305 310 315 " 320 

178 Asn Glu Asn Tyr Thr Gly Lys Val Pro Cys Asn Val Thr Tyr Pro Asn 

179 325 330 335 

181 Arg He Ser Leu Glu Asp Leu Ser Pro Ser Val Val Leu His Met Thr 

182 340 345 350 

184 Glu Lys Leu Gly Tyr Lys Asn Ser Asp Val He Asn Thr Val Leu Ser 

185 355 360 365 

187 Asn Arg Ala Cys His He Leu Ala He Tyr Phe Leu Leu Asn Lys Lys 

188 370 375 380 

190 Leu Glu Arg Tyr Leu Ser Gly Lys Ser Asp He Gin Asp Ser He Cys 

191 385 390 395 400 

193 Tyr Lys Thr Gin Leu Tyr Gin He Glu Lys Cys Arg Ala Thr Lys Glu 

194 405 410 415 

196 Pro Tyr Glu Ala Ser Leu Asp Thr Trp Thr Arg Asp Phe Glu Phe His 

197 420 425 430 

199 Ala Val Gin Asp Lys Lys Pro Lys Glu Gin Glu Lys Arg Gly Asp Phe 

200 435 440 445 

202 Leu His Arg Pro Phe Ser Lys Lys Leu Asp Lys Asn Leu Pro Ser His 

203 450 455 460 

205 Lys Gin Pro Ser Pro Ser Leu He Thr Gin Leu Gin Ser Thr Lys Ala 

206 465 470 475 480 

208 Leu Leu Lys Asp Arg Lys Ala Ser Lys Ser Gly Phe Pro Asp Lys Asp 

209 485 490 495 

211 Ser Phe Val Cys Arg Asn Leu Phe Arg Lys Thr Ser Asp Ser Asn Cys 

212 500 505 510 

214 Val Ala Ser Ser Ser Met Glu Phe He Pro Val Pro Pro Pro Arg Thr 

215 515 520 525 

217 Pro Arg He Val Lys Lys Leu Glu Pro His Gin Pro Gly Pro Gly Ser 

218 530 535 540 

220 Ala Ser He Leu Pro Lys Glu Glu Pro Leu Leu Leu Asp Met Val Arg 

221 545 550 555 560 

223 Ser Phe Glu Ser Val Asp Arg Glu Asp His He Glu Leu Leu Ser Pro 

224 565 570 575 

226 Ser His His Tyr Arg He Leu Ser Ser Pro Val Ser Leu Ala Arg Arg 

227 580 585 590 

229 Asn Ser Ser Glu Arg Thr Leu Ser Gin Gly Leu Leu Ser Gly Ser Thr 

230 595 600 605 

232 Ser Pro Leu Gin Thr Pro Leu His Ser Thr Leu Val Ser Phe Ala His 

233 610 615 620 

2 35 Glu Glu Lys Asn Ser Pro Pro Lys Glu Glu Gly Val Cys Ser Pro Pro 
236 625 630 635 * 640 

2 38 Pro Val Pro Ser Asn Gly Leu Leu Gin Pro Leu Gly Ser Pro Asn Cys 
239 645 650 ' 655 

241 Val Lys Ser Arg Gly Arg Phe Pro Met Met Gly He Gly Gin Met Leu 

242 660 665 " 670 

244 Arg Lys Arg His Gin Ser Leu Gin Pro Ser Ser Glu Arg Ser Leu Asp 

245 675 680 685 
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RAW SEQUENCE LISTING DATE: 01/16/2002 

PATENT APPLICATION: US/10/032 f 2 56 TIME: 18:45:02 

Input Set : A:\M2335hnl.app 

Output Set: N:\CRF3\01162002\J032256.raw 

247 Ala Ser Met Ser Pro Leu Gin Pro lie Ala Pro Ser Ser Leu Ser Phe 

248 690 695 700 
2 50 Asp Met Ala Asp Gly Val Lys Gly Gin Cys 

251 705 710 

254 <210> SEQ ID NO: 3 

255 <211> LENGTH: 10 

256 <212> TYPE: RNA 

257 <213> ORGANISM: Unknown Organism 

259 <220> FEATURE: 

260 <223> OTHER INFORMATION: Description of Unknown Organism : Kozak consensus 

261 sequence 

263 <400> SEQUENCE: 3 

264 gccrccaugg 10 

267 <210> SEQ ID NO : 4 

268 <211> LENGTH: 6 

269 <212> TYPE: DNA 

270 <213> ORGANISM: Unknown Organism 

272 <220> FEATURE: 

273 <223> OTHER INFORMATION: Description of Unknown Organism : polyadenylation 

274 signal 

276 <400> SEQUENCE: 4 

277 aataaa 6 

280 <210> SEQ ID NO: 5 

281 <211> LENGTH: 6 

282 <212> TYPE: DNA 

283 <213> ORGANISM: Murinae gen. sp . 

285 <400> SEQUENCE: 5 

286 aataca 6 

289 <210> SEQ ID NO: 6 

290 <211> LENGTH: 6 

291 <212> TYPE: PRT 

292 <213> ORGANISM: murine Hunk; fragment 

294 <400> SEQUENCE: 6 

295 Asp Leu Lys Pro Glu Asn 

296 1 5 

299 <210> SEQ ID NO : 7 

300 <211> LENGTH: 21 

301 <212> TYPE: DNA 

302 <213> ORGANISM: Artificial Sequence 

304 <220> FEATURE: 

305 <223> OTHER INFORMATION: Description of Artificial Sequence : degenerate 

306 oligonucleotide primer PTKIa * ) 0 J- 
308 400> SEQUENCE: 7 y ^ <j ^ £^ J r ^^^ : A^^f 



W--> 309 gggcccggat ccacmg^jay 



312 <210> SEQ ID NO: 8 

313 <211> LENGTH: 28 

314 <212> TYPE: DNA 

315 <213> ORGANISM: Artificial Sequence 
317 <220> FEATURE: 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/032 , 256 



DATE: 01/16/2002 
TIME: 18:45:03 



Input Set : A:\M2335hnl.app 

Output Set: N:\CRF3\01162002\J032256.raw 



L:10 M:270 C: Current Application Number differs, Replaced Application Number 
L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:309 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:309 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:309 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 
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